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Xetrop_XP_031747036.1_GATA-binding_factor_1-A_[Xenopus_tropicalis]

Sccani_XP_038668071.1_GATA-binding_factor_2-like_isoform_X1_[Scyliorhinus_canicula]

Xetrop_XP_004914149.2_endothelial_transcription_factor_GATA-2_isoform_X1_[Xenopus_tropicalis]

Sakowa_NP_001161551.1_GATA2_transcription_factor_[Saccoglossus_kowalevskii]

Brbelc_XP_019627125.1_PREDICTED_GATA-binding_factor_2-like_isoform_X1_[Branchiostoma_belcheri]

Sccani_XP_038667805.1_LOW_QUALITY_PROTEIN_transcription_factor_GATA-3_[Scyliorhinus_canicula]

Pemari_XP_032828362.1_GATA-binding_factor_2-like_isoform_X1_[Petromyzon_marinus]

Phmamm.CG.MTP2014.S535.g09841.01.p

Dareri_NP_001002689.1_endothelial_transcription_factor_GATA-2_[Danio_rerio]

Dareri_XP_009304056.1_GATA_binding_protein_2a_isoform_X1_[Danio_rerio]

Dareri_NP_571309.1_GATA_binding_protein_1a_[Danio_rerio]

Pemari_XP_032825632.1_GATA-binding_factor_2-like_[Petromyzon_marinus]

Ciinte_XP_002122567.2_transcription_factor_GATA-3_[Ciona_intestinalis]

Pemari_XP_032822738.1_endothelial_transcription_factor_GATA-2_[Petromyzon_marinus]

Hosapi_NP_116027.2_endothelial_transcription_factor_GATA-2_isoform_1_[Homo_sapiens]

Xetrop_XP_012814288.1_trans-acting_T-cell-specific_transcription_factor_GATA-3_isoform_X1_[Xenopus_tropicalis]

Sccani_XP_038637871.1_GATA-binding_factor_2-like_isoform_X2_[Scyliorhinus_canicula]

Dareri_XP_005164862.1_transcription_factor_GATA-3_isoform_X1_[Danio_rerio]

Pemari_XP_032828364.1_GATA-binding_factor_3-like_isoform_X3_[Petromyzon_marinus]

Dareri_XP_021334219.1_GATA-binding_factor_2_[Danio_rerio]

Harore.CG.MTP2014.S12.g11731.01.p

Hosapi_NP_002040.1_erythroid_transcription_factor_[Homo_sapiens]

Hosapi_XP_005252500.1_trans-acting_T-cell-specific_transcription_factor_GATA-3_isoform_X1_[Homo_sapiens]

Stpurp_XP_011683275.1_GATA_transcription_factor_isoform_X1_[Strongylocentrotus_purpuratus]
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